Gibbs 2017 Sponsors

We thank our generous sponsors for their contributions to the 31* Gibbs Conference.
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Gibbs 2017 Sponsors (continued)

We thank the following sponsors for their generous contributions to this year’s conference:
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New England Biolabs
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Penn State University
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- Quantify stability with AG
- Aggregation pathway & propensity with AG
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When proteins matter.

Quickly and accurately analyze binding affinity, protein stability
and sample quality with just a tiny amount of sample.
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Malvern / PANaIyt'caI www.panalytical.com

The leading biophysical characterization source.
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We don’t believe in TMI.

Our newest fluorescence software is designed for TMA — powerful thermal melt anisotropy
data sets — providing deeper analysis and understanding of complex systems. In research,
there is no such thing as too much information!

. Get high-quality data fast, with exceptional sensitivity. m_ﬁzfé‘ ggiwivelengm Themalhiet

- Tailor ramping and data collection for efficiency and accuracy.
- Automatically collect and save full-wavelength scan data for
L L Fope @nisotropy and polarization at each T.

. Control fluorescence, CD and UV-Vis/NIR thermal melt
systems from one software platform, Spectra Manager™. [ Extracted Thermal Met Curve at
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Check out the Capital University/JASCO poster to see results — .m
and stop by our booth to view the program in action!
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Spectroscopy | Chromatography | Biological and Material Sciences www.jascoinc.com
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